Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.003 Å; R factor = 0.043; wR factor = 0.109; data-to-parameter ratio = 14.5.
The two symmetry independent molecules of the title compound, C 19 H 13 Cl 2 NO 4 , show similar conformations with the acetyl group twisted strongly relative to the remaining, virtually flat (r.m.s. deviations = 0.0173 and 0.0065 Å ), part of the molecule. The hydroxyl groups of the 8-hydroxyquinoline residues are involved in intramolecular O-HÁ Á ÁN hydrogen bonds, which, in one case, forms a part of a three-center interaction. Intermolecular O-HÁ Á ÁO hydrogen bonds assemble the molecules into a one-dimensional polymeric structure extended along the a axis. The 4-hydroxyphenyl group of one molecule forms an O-HÁ Á ÁO hydrogen bond, in which the hydroxyl H atom is disordered, with its inversion center counterpart.
Related literature
For the biological activity and applications of chloroquinolines, see: O'Neill et al. (1998); Blauer et al. (1998) ; Egan et al. (2000) ; Zouhiri et al. (2000) . For the structure of a similar compound, see: Chojnacki et al. (2007) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). chloro-2-methylquinolin-8-ol in Ac 2 O followed by partial hydrolysis in py/H 2 O system (Fig. 3) .
The molecular structure of title compound is presented in Fig (ii) -x + 2, -y + 1, -z] hydrogen bonds in which the H atoms are disordered and have 0.5 occupancy (Fig. 2. ) An alternative position of the H6A could not be located from a difference Fourier map.
To the solution of 5,7-dichloro-2-methylquinolin-8-ol (1.14 g, 5 mmol) in Ac 2 O (25 ml) at 303 K, 2,5-dihydroxybenzaldehyde (0.69 g, 5 mmol) was added. The reaction mixture was stirred at 373 K for 16 h. Next, the solvent was evaporated and the py/H 2 O system (4:1, 20 ml) was added and the reaction mixture was stirred at 373 K for 3 h. The solvent was evaporated and residue was purified by crystallization using EtOH, THF and finally CH 3 CN.
Refinement
Carbon-bound H atoms were included in idealized positions and refined as riding atoms with aromatic and methylene C-H = 0.95 Å, methyl C-H = 0.98Å and U iso (H) = 1.2 U e.g (C) for aromatic and methylene C-H and U iso (H) = 1.5 U eq (C) for methyl group. The OH group H atoms H1, H2, H5 were located in a difference Fourier map and fully refined. The O6-H group is disordered. In one site (50% occupancy) it is involved in strong O6-H6A···O6(-x + 2, -y + 1, -z) hydrogen bonding. H6A was located in a difference Fourier map and in the refinement process the O6-H6A distance was restrained sup-10
Symmetry codes: (i) x+1, y, z; (ii) −x+2, −y+1, −z. 
